KBRS EEHEHRF
A0 Ef

o




1. 2114 D B
2. BEfFEZzAWV-HE IO DOMILARE

3. F-EHB IO FVALMILAKREE
4. Al /RT7 RBEEERE X

FEAOFOMIRHEOEHEU Y



210 (C/E > THT R R E AR FE

H7N9
Ebola (we

MAJOR EPIDEMIC THREATS SINCE 2000

LB
'MERS-CoV
SARS Cholera (Haiti)
2000 2001 2002 2003 2004 2005 2006 2007 2008 2009 2010 2011 2012 2013 2014 2015

¥

wv

’<_(- Gavi, the Vaccine Alliance (Gavi), is an The International Health Regulations The Pandemic Influenza Preparedness (PIP)

o international organisation that was created (2005) or IHR (2005) are an international law Framework brings together Member States, industry,
= in 2000 to improve access to new and which helps countries work together to save lives other stakeholders and WHO to implement a global
@) underused vaccines for children living in the and livelihoods caused by the international spread approach to pandemic influenza preparedness and
= world’s poorest countries. of diseases and other health risks. The IHR (2005) response. Its key goals include:

g aim to prevent, protect against, control and - to improve and strengthen the sharing of

= respond to the international spread of disease influenza viruses with human pandemic

o @ Thg global Ouﬁ)rfak l:(lert while avoiding unnecessary interference with potential; and

== ?C?OAR?\JS)TSSt:chr?ic‘;\’IN international traffic and trade. PIP - to increase the access of developing countries
g collaboration’ of existing Framework to vaccines and other pandemic related

S supplies.
institutions and networks who L

pool human and technical
resources for

the rapid identification,
confirmation and response to
outbreaks of international
importance.

INTERNATIONAL COLLABORATION EFFORTS TO

j ‘i!jdi' !
Fanienic

World Health Organization 2015, 90, 217-252
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United States of America — L~ laly - ltalie ARy

Etats-Unis d’Amérique
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Algene Egypte . %, antarJ O 1 vt
DR rabie (o ilippines
goudite " ." United Arab Emirates — Emirats
3 Arabes Unis
Om
Yémen \
Malaysia —
Malaysie

Number of cases — Nombre de cas

1-3

Countries of probable exposure —
4-9 Pays ot il y a une exposition probable
10-13
Countries reporting imported cases —

- 14-69 Pays notifiant des cas importés
B 70-908 World Health Organization 2015, 90, 217-252
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Countries with the most coronavirus deaths SR O F T4 ”JZIL LRI EEK

Recorded deaths with Covid-19
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Brazil etieszl 5.8Jk5 | 8.8Jk
797 NS

| *E] - 5;3% 2.2k

exico N JSR» ] GJSHJD

p 3000fE", | 49001E",

0 50k 100k 150k 200k ]6001§ L 25001% U
Source: ECDC, national health agencies, data to 27 Sep B]B|C S AD B@—t%
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—— CRISPR
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Chest CT Applied Microbiology and Biotechnology 105 (2021) 441
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Sensors 2018, 18, 1271
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Applied Microbiology and Biotechnology 105 (2021) 441
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of sample
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conjugated substrate
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Applied Microbiology and Biotechnology 105 (2021) 441
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Addition > 3 xwash 3 7, : 3 xwash
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of sample é Addition of HRP Addition of
io 0 o ‘ \ 1 conjugated \ } substrate

antibody

Plate coated with
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Additionof5 N
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Applied Microbiology and Biotechnology 105 (2021) 441
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ACS Sensors 3 (2020) 2331
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Response signal
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COVID-19 FET sensor
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ACS Nano 14 (2020) 3135.
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